Tuesday morning oral sessions  by unknown
52nd ASMS Conference on Mass Spectrometry 11S 
Mikhail F.  Denissenko; Jonas  Ekblom; Christian  
Jurinke; Dirk  van den Boom; Andreas  Braun ; Charles 
R.  Cantor; Sequnom Inc., San Diego, CA 
MOFpm 04:20 Hypothesis Driven-MS Dissection and Genome-wide 
Positioning of DNA Replication and Chromatin 
Remodeling Sub-complexes; Alan J Tackett; Brian T 
Chait; The Rockefeller University, New York, NY 
MOFpm 04:40 Investigating Biochemical Effects of an Anti-
Inflammatory Agent Using LC/MS and NMR 
Metabonomic Methods; Brian T. Regg; Anne F. 
Russell; Karen H. Strader; Tonny L. DeBeer; Kenneth 
L. Morand; Charles A. Cruze; William P. Schwecke; 
Procter & Gamble Pharmaceuticals, Mason, OH 
 
TUESDAY MORNING ORALS 
 
MASS SPECTROMETRY INVESTIGATIONS OF TERRORISM 
Chair:  Brian Eckenrode 
Room:  Delta Ballroom A 
TOAam 10:15 Analysis of Microorganisms in Mixtures by 
Microsequencing and Bioinformatics; Catherine 
Fenselau; Bettina  Warscheid; Jeff Whiteaker; Patrick 
Pribil; University of Maryland, College Park, MD 
TOAam 10:35 Bacterial Species Identification and Forensic DNA 
Analysis Using Mass Spectrometry; Robert D. 
English1; Danielle Dickinson2; Brian A. Eckenrode3; 
1Oak Ridge Institute for Science and Education, Oak 
Ridge, TN; 2University of Florida, Gainesville, FL; 
3Federal Bureau of Investigation, Quantico, VA 
TOAam 10:55 Detection and Characterization of Biothreats and 
Emerging Infectious Diseases with High 
Performance Mass Spectrometry – The TIGER 
Concept; Steven A.  Hofstadler1; Larry B. Blyn1; Len 
Cummins1; Jared J. Drader1; David J. Ecker1; Tom 
Hall1; James C. Hannis1; Yun Jiang1; Sheri Manalili1; 
Ranga Sampath1; Kristin Sannes-Lowery1; Dave 
Robbins2; 1Ibis Therapeutics, A Division of ISIS 
Pharmaceutic, Carlsbad, CA; 2SAIC, San Diego, CA 
TOAam 11:15 Identification of Bacteria Using Phylogenetic 
Relationships Revealed by MS/MS Sequencing of 
Tryptic Peptides Derived from Cellular Proteins; 
Jacek P. Dworzanski1; Rui Chen2; A. Peter Snyder3; 
Charles H.  Wick3; Liang Li2; 1Geo-Centers, Inc., 
Aberdeen Proving Ground, MD; 2University of Alberta, 
Edmonton, AB, Canada; 3U.S. Army Edgewood 
Chemical Biological Center, Aberdeen Proving 
Ground, MD 
TOAam 11:35 Fast Detection and Differentiation of Botulinum 
Neurotoxins A, B, C,D, E and F, Using Mass 
Spectrometry-Based Methods; John R. Barr; Hercules 
Moura; Anne E. Boyer; Adrian R. Woolfitt; Suzanne R. 
Kalb; Antonis Pavlopoulos; Lisa G. McWilliams; David 
L. Ashley; Centers for Disease Control and Prevention, 
Atlanta, GA 
TOAam 11:55 High-Speed Photoionization Mass Spectrometry (PI 
MS) for Chemical Weapons Screening; Mingin Wu1; 
Gene Stark1; Teresa Corbin1; Wayne Lee1; Matthew 
Evans2; Jack Syage2; 1US Army Dugway Proving 
Ground, Dugway, UT; 2Syagen Technology, Inc., 
Tustin, CA 
CHANGES IN PROTEIN ABUNDANCES IN CELL  
GROWTH & DISEASE 
Chair:  :Ljiljana Pasa-Tolic 
Room:  Delta Ballroom B 
TOBam 10:15 Measurement of Changes in Protein Abundances in 
Cell Growth and Disease; Garry L. Corthals Geneva 
University Hospital, Geneva, Switzerland 
TOBam 10:35 Dual Quantitation Approaches for Comprehensive 
and High Throughput Proteomics; Richard D. Smith; 
Mary S.  Lipton; Ljiljana  Pasa-Tolic; Gordon A. 
Anderson; Yufeng Shen; Konstantinos Petritis; Weijun  
Qian; Jon Jacobs; David G. Camp II; Matthew E. 
Monroe; Pacific Northwest National Laboratory, 
Richland, WA 
TOBam 10:55 Global Proteomic Approaches to Understanding 
Hematopoietic Differentiation; Christopher M 
Colangelo; Kathryn  Stone; Lian Zheng; Terrence  Wu; 
Matthew  Berberich; Mary LoPresti; Sherman 
Weissman; Kenneth R Williams; Yale University, New 
Haven, CT 
TOBam 11:15 Protein-Level Responses of Saccharomyces cerevisiae 
to Anaerobic Growth Detected Using Q-FTMS for 
Top Down Proteomics; Yi Du; Lihua Jiang; Steven M. 
Patrie; Kurt E. Kwast; Neil L. Kelleher; University of 
Illinois, Urbana, IL 
TOBam 11:35 Plasma Profiling for Biomarker Discovery in 
Atherosclerosis by IonMapping; Estelle Fach1; Keith 
Ho1; Qing Xiao1; Mark Friedrichs1; Gregory Opiteck1; 
Ashok  Dongre1; Stanley Hefta1; Scott Geromanos2; 
Jeff Silva2; Keith Richardson2; Tim Riley2; 1Bristol-
Myers Squibb, Hopewell, NJ; 2Waters, Milford, MA 
TOBam 11:55 Genome-Wide Comparison of mRNA and Protein 
Expression in Plasmodium Falciparum; Jeffrey R. 
Johnson1; Laurence Florens1; Karine G. LeRoch1; 
Yingyao Zhou2; Andrey Santrosyan2; Munira 
Grainger3; Kim Williamson4; Anthony A. Holder3; 
Daniel J. Carucci5; Ezliabeth A. Winzeler1; John R. 
Yates1; 1The Scripps Research Institute, La Jolla, CA; 
2Genomics Institute of the Novartis Foundation, La 
Jolla, CA; 3National Institute for Medical Research, 
London, UK; 4Loyola University, Chicago, IL; 5Naval 
Medical Research Center, Silver Spring, MD 
FT-ICR INSTRUMENTATION & METHODS 
Chair:  Steven Hofstadler 
Room:  Delta Ballroom C 
TOCam 10:15 Instrumental Developments in Fourier Transform 
Ion Cyclotron Resonance MS/MS of Biomolecules; 
Christopher L. Hendrickson1; Greg T. Blakney1; Steven 
C. Beu3; Michael J. Chalmers1; C. Logan  Mackay1; 
Melinda A. McFarland2; John P. Quinn1; Alan G. 
Marshall1; 1National High Magnetic Field Laboratory, 
Tallahassee, FL; 2Florida State University, 
Tallahassee, FL; 3SC Beu Consulting, Austin, TX 
TOCam 10:35 Development of an Automated Platform for Top 
Down Proteomics of Methanosarcina Acetivorans; 
Steven M. Patrie; Michael J. Roth; Dana E.  Robinson; 
Jonathan T. Ferguson; David E. Whipple; Michael  
Rother; William W. Metacalf; Neil L.  Kelleher; 
University of Illinois, Urbana, IL 
TOCam 10:55 LC/MS with External Calibration Mass Accuracies 
Approaching 100 ppb; Michael W Senko1; Vladamir 
Zabrouskov1; Oliver Lange2; Andreas Wieghaus2; Jens 
Griep-Raming2; Stevan Horning2; 1Thermo Electron 
Corporation, San Jose, CA; 2Thermo Electron GmbH, 
Bremen, Germany 
TOCam 11:15 Improved Ion Transmission Efficiencies of 
Electrosprayed Biomolecules into an FT-ICR Mass 
Spectrometer Using a Venturi Device; Adam M 
Hawkridge1; Li  Zhou2; Milton L Lee2; David C 
Muddiman1; 1Mayo Clinic College of Medicine, 
Rochester, MN; 2Brigham Young University, Provo, UT 
TOCam 11:35 Accurate Mass Elimination for the Acceleration of 
Protein Identification by LC MALDI QFT-ICR MS; 
Ansgar Brock1; David M. Horn2; Eric C. Peters1; 
12S 52nd ASMS Conference on Mass Spectrometry 
Michelle E. Stettler-Gill1; Christopher M. Shaw1; 
1Genonics Inst. of the Novartis Research Foundation, 
San Diego, CA; 2Agilent Technologies, Sunyvalle, CA 
TOCam 11:55 A Novel Hybrid Instrument Using a Commercial 
Electrospray Ionization Source with a High-
Performance FTMS for Proteomics Applications; 
Jason L. Pittman1; Bruce A. Thomson2; Catherine E.  
Costello1; Peter B. O'Connor1; 1Boston University 
School of Medicine, Boston, MA; 2MDS Sciex, Concord, 
Canada 
RECENT ADVANCES IN LIPIDOMICS 
Chairs:  Ian Blair and He-Yong Kim 
Room:  Delta Ballroom D 
TODam 10:15 Recent Advances in Lipidomics; Ian A. Blair 
University of Pennsylvania, Philadelphia, PA 
TODam 10:35 High-Throughput Parallel Analysis of Multiple 
Cellular Lipids by ESI Mass Spectrometry; Stephen 
B. Milne; H. Alex Brown; Vanderbilt University 
Medical Center, Nashville, TN 
TODam 10:55 Towards Fingerprinting Cellular Lipidomes 
Directly from Biological Samples by Two-
dimensional Electrospray Ionization Mass 
Spectrometry; Xianlin  Han1; Jingyue Yang1; Hua 
Cheng1; Hongping  Ye2; Xiong Su1; Richard W. Gross1; 
1Washington University School of Medicine, St. Louis, 
MO; 2Food and Drug Administration, St. Louis, MO 
TODam 11:15 Liquid Chromatography-Mass Spectrometry in 
Characterization of Neuronal Membrane 
Modification by Chronic Ethanol Exposure; Hee-
Yong Kim; Zhiming Wen; NIH, Rockville, MD 
TODam 11:35 Shotgun Lipidomics: High Throughput Profiling of 
the Molecular Composition of Phospholipids; 
Christer S Ejsing1; Kim Ekroos2; Sandra Jackson3; Eva 
Duchoslav4; Zhiqi Hao5; Colleen K van Pelt5; Kai 
Simons1; Andrej Shevchenko1; 1Max Planck Institute of 
Molecular Cell Biology, Dresden, Germany; 
2AstraZeneca, Mölndal, Sweden; 3University Hospital 
Carl Gustav Carus, Dresden, Germany; 4MDS SCIEX, 
Concord, ON, Canada; 5Advion BioSciences Inc, 
Ithaca, NY 
TODam 11:55 Identification, Quantification and Comparison of 
Major Nonpolar Lipids in Normal and Dry Eye 
Tears by ES-MS/MS; Bryan M. Ham1; Monica M. 
Keese2; Jean T. Jacob2; Richard B. Cole1; 1University of 
New Orleans, New Orleans, LA; 2Louisiana State 
University Health Sciences Center, New Orleans, LA 
OXIDATIVE STRESS (PHARMACOLOGY/TOXICOLOGY) 
Chair:  Michael Bartlett 
Room:  Presidential Ballroom South 
TOEam 10:15 Screening for Metabolic Activation of Drugs and 
Dietary Supplements Using Ultrafiltration LC-MS-
MS; Richard B. van Breemen; Dejan Nikolic; 
University of Illinois College of Pharmacy, Chicago, IL 
TOEam 10:35 Proteomic Analysis of SUMO Protein Modifications 
in Oxidative and Alkylation Stress; Daniel C Liebler1; 
Linda L  Manza2; Simona Codreanu1; Sheryl L Stamer1; 
Darrin Smith2; 1Vanderbilt University School of 
Medicine, Nashville, TN; 2University of Arizona, 
Tucson, AZ 
TOEam 10:55 Measuring Diesel Exhaust Particle-Induced 
Oxidative Stress and Protein Modifications by 
Proteomics; Gary G. Xiao; Meiying  Wang; Rachel R.  
Loo; James L.  Kerwin; Andre E.  Nel; Joseph A.  Loo; 
University of California Los Angeles, CA 
TOEam 11:15 Modification of Cytochrome C by 4-Hydroxy-2-
Nonenal; Evidence for Histidine, Lysine, and 
Arginine-Aldehyde Adducts; Amanda L. Isom1; 
Marion  Kirk2; Landon Wilson2; Lori  Coward1; Victor 
Darley-Usmar1; Stephen Barnes1; 1University of 
Alabama, Birmingham, AL; 2CCC Mass Spectrometry 
Shared Facility, Birmingham, AL 
TOEam 11:35 One-Step Immunopurification of Mitochondrial 
Electron Transport Chain Complex I (from Rodent 
Disease Model), and Complexes IV and III (Bovine 
Tissue); Birgit  Schilling1; James Murray2; Richard H 
Row1; Bharath Srinivas1; Julie K Andersen1; Roderick 
A Capaldi2; Bradford W Gibson1; 1Buck Institute for 
Age Research, Novato, CA; 2University of Oregon, 
Eugene, OR 
TOEam 11:55 Isotope-Coded Affinity Tag (ICAT) Approach to 
Redox Proteomics: Identification and Quantitation 
of Oxidant-Sensitive Cysteine Thiols in Complex 
Protein Mixtures; Mahadevan Sethuraman; Mark E 
McComb; Sequin Huang; Hua Huang; Tyler Heibeck; 
Catherine E Costello; Richard A Cohen; Boston 
University School of Medicine, Boston, MA 
RNA, RNA AND RELATED COMPLEXES 
Chair:  Jeehiun Lee 
Room:  Presidential Ballroom North 
TOFam 10:15 ESI-MS Analysis of RNA and RNA-Ligand 
Complexes; Richard H. Griffey; Eric E. Swayze; 
Kristin Lowery; Ibis Therapeutics, Carlsbad, CA 
TOFam 10:35 Confirmation of RNA Pseudoknot Structures by 
Chemical Probing, Intra-Molecular Crosslinking 
and ESI-FTMS; Eizadora  Yu; Qingrong  Zhang; 
Daniele Fabris; University of Maryland, Baltimore 
County, Baltimore, MD 
TOFam 10:55 Holliday Junctions Investigated with Nano-ESI and 
Three Different Types of QqTOF Mass 
Spectrometers; Frank Sobott1; Cyril Privezentzev2; 
Irina Tsaneva2; Carol V Robinson1; 1Cambridge 
University, Cambridge, UK; 2University College 
London, London, UK 
TOFam 11:15 Interactions between Transition Metal Complexes 
and RNA:  What Roles Do Pseudouridine and GU 
Mismatches Have in Recognition?; Jason W Kieltyka; 
May Meroueh; Christine S.  Chow; Wayne State 
University, Detroit, MI 
TOFam 11:35 Probing the Stability of Ribonucleoprotein 
Complexes by Mass Spectrometry; Moo-Jin Suh; 
Soheil Pourshahian; Patrick A. Limbach; University of 
Cincinnati, Cincinnati, OH 
TOFam 11:55 ESI-FTMS Investigation of the Binding Modes of 
Nucleic Acid-Tropic Agents with RNA Structures of 
the HIV-1 Packaging Signal; Kevin B.  Turner; 
Nathan A. Hagan; Daniele Fabris; University of 
Maryland Baltimore County, Baltimore, MD 
 
TUESDAY AFTERNOON ORALS 
 
PROTEOMICS IN CANCER DISCOVERY 
Chair:  Tim Veenstra 
Room:  Delta Ballroom A 
TOApm 03:00 Identification and Validation of Biomarkers for 
Endometrial Carcinoma after Discovery with 
ProteinChip Technology and SELDI MS; Jingzhong 
(Tim) Guo1; Eric C.-C. Yang1; Leroi DeSouza1; Mary 
Joe Rodrigues2; Alexander D. Romaschin3; Terence J.  
Colgan2; K.W. Michael Siu1; 1York University, Toronto, 
Ontario, Canada; 2Mount Sinai Hospital, Toronto, 
Ontario, Canada; 3Toronto General Hospital, Toronto, 
Ontario, Canada 
TOApm 03:20 Comprehensive and Comparative Analysis of 
Hepatocellular Carcinoma Using Proteomic 
